Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.092; data-to-parameter ratio = 13.7.
In the crystal structure of the title compound, CH 6 N + Á-C 9 H 3 Cl 4 O 4 À , the N atom of the methylamine molecule is protonated and hydrogen bonded to the carboxyl group of the 3,4,5,6-tetrachloro-2-(methoxycarbonyl)benzoate anion. The anions are linked by the cations via intermolecular N-HÁ Á ÁO interactions into chains extending along the c axis. Table 1 Hydrogen-bond geometry (Å , ). The asymmetric unit of the title compound (I) contains one methylammonium cation and one 2-(methoxycarbonyl)-3,4,5,6-tetrachlorobenzoate anion (Fig. 1) . The bond lengths and angles are in agreement with those in ethylammonium 2-(methoxycarbonyl)-3,4,5,6-tetrabromobenzoate methanol solvate (Li, 2011) and in ethane-1,2-diammonium bis(2-(methoxycarbonyl)-3,4,5,6-tetrabromobenzoate) methanol solvate (Liang, 2008) . In the crystal structure the cations and anions are connected by intermolecular N-H···O hydrogen bonding into chains that elongate in the direction of the crystallographic c-axis (Fig. 2) . Moreover, short distances between chlorine and oxygen atoms are found indicating for intermolecular Cl-O interactions ( Fig. 2 ).
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Experimental
A mixture of 2-(methoxycarbonyl)-3,4,5,6-tetrachlorobenzoic acid (2.86 g, 0.01 mol) and methanol (15 ml) was refluxed for 0.5 h. Afterwards methanamine (0.45 g, 0.01 mol) was added and the mixture was stirred for 10 min at room temperature.
The solution was kept at room temperature for 5 d. On solvent evaporation colourless single crystals of the title compound were obtained that are suitable for X-ray analysis.
Refinement
H atoms were initially located from difference maps and then refined in a riding model with C-H = 0.96-0.97 Å, N-H = 0.89 Å, O-H = 0.82Å and U iso (H) = 1.2U eq (C) or 1.5U eq (O, N, methyl C).
Figures Fig. 1 . The molecular structure of the title compound with labelling and 30% probability ellipsoids. Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.0169 (12) 
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